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METH NAc DG CA SVZ %

NAc 0 39 33 37 50
DG 39 0 2 52 10
CA 33 2 0 24 20
SVZ 37 52 24 0 20
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Sal NAc DG CA SVZ %

NAc 0 28 10 97 60
DG 28 0 2 10
CA 10 2 0 15 10
SVZ 97 66
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positive regulation of cytosolic calcium ion concentration
neuropeptide signaling pathway
long-term synaptic potentiation
regulation of vasoconstriction
behavioral response to cocaine
negative regulation of cAMP biosynthetic process
visual learning
protein oligomerization
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positive regulation of blood pressure
feeding behavior
positive regulation of neuron differentiation
response to mechanical stimulus
regulation of insulin secretion
positive regulation of cAMP biosynthetic process
potassium ion transmembrane transport
negative regulation of epinephrine secretion
axonogenesis involved in innervation
adenylate cyclase-activating G-protein coupled receptor signaling
tachykinin receptor signaling pathway
fear response
cellular response to hormone stimulus
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Shared up-DEG between 2 regions Shared down-DEG between 2 regions

Shared DEGs

En
ric

he
d 

bi
ol

og
y 

pr
oc

es
s 

of
 D

EG
sh

ow
ed

 re
ve

rs
ed

 re
gu

la
tio

n 
be

tw
ee

n 
D

G
 a

nd
 C

A

-log10(P-value)

−2 −1 0 1 2 3

−0.4

−0.2

0.0

0.2

0.4

0.6

−3 −2 −1 0 1 2 3

−1.5

−1.0

−0.5

0.0

0.5

−2 −1 0 1

−1.0

−0.5

0.0

0.5

−3 −2 −1 0 1 2
−10

−8

−6

−4

−2

0

D
EG

's 
pr

om
ot

er
 s

ig
m

al
s:

 lo
g2

FC
NAc DG CA SVZ

D
EG

's 
pr

om
ot

er
 s

ig
m

al
s:

 lo
g2

FC

D
EG

's 
pr

om
ot

er
 s

ig
m

al
s:

 lo
g2

FC

D
EG

's 
pr

om
ot

er
 s

ig
m

al
s:

 lo
g2

FC

DEG:log2FC DEG:log2FC DEG:log2FC DEG:log2FC

a


