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activation of GTPase activity
associative learning
cGMP metabolic process
memory
neuronal synaptic plasticity
transmission of nerve impulse
multicellular organismal signaling
positive regulation of chemotaxis
regulation of hair follicle maturation
regulation of neutrophil migration
response to calcium ion
neurotransmitter transport
behavioral response to pain
calcium ion transmembrane transport
chemosensory behavior
learning
modulation of synaptic transmission
ion transmembrane transporter activity
regulation of synaptic plasticity
regulation of leukocyte migration
platelet−derived growth factor receptor
regulation of lipid metabolic process
axon ensheathment
cell−cell junction organization
membrane lipid biosynthetic process
membrane lipid metabolic process
multicellular organism growth
myelination
Ras protein signal transduction
regulation of cell shape
vasculogenesis
vesicle cytoskeletal trafficking
membrane protein ectodomain proteolysis
regulation of response to food
regulation of vesicle fusion
regulation of long−term synaptic potentiation
presynaptic chemical synaptic transmission
protein localization to cell periphery
protein localization to plasma membrane
regulation of cell junction assembly
synaptic vesicle localization
calcium−mediated signaling
neurotransmitter secretion
plasma membrane organization
action potential
adult behavior
adult locomotory behavior
cellular potassium ion homeostasis
dorsal root ganglion development
membrane depolarization
positive regulation of appetite
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